The pyrazolo [1,5-a]pyrimidine structural motif may be found in a large number of pharmaceutical agents with a diverse range of physiological activities, for example, antiepileptic agents, anxiolytics, antidepressants, agents for treatment of sleep disorders and oncolytics. A series of antagonist of protease-activated PAR2 receptors were reported (Fraley,et al., 2012 and Dalinger,et al., 2005) . As a part of our ongoing study of pyrazolo[1,5-a]pyrimidine derivatives containing 5-(4fluorophenyl) and 3-(2,4-dichlorophenyl) substituents (Liu,et al., 2012) , we report herein the crystal structure of the title compound.
In the title compound, C 25 H 13 Cl 2 F 4 N 3 , there are four planar systems, viz. three benzene rings and a pyrazolo[1,5-a]pyrimidine system [r.m.s. deviation = 0.002 Å ]. The dihedral angle between the dichlorophenyl ring and the unsubstituted phenyl ring is 69.95 (5) , while that between the fluorophenyl ring and the unsubstituted phenyl ring is 7.97 (10) . The crystal packing is dominated by van der Waals interactions. A ClÁ Á ÁCl interaction of 3.475 (3) Å also occurs.
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Figure 1
The structure of C 25 H 13 Cl 2 F 4 N 3 with all non-H atom-labelling scheme and ellipsoids drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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